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Following publication of the original article [1], the
authors identified an error in the HTML version of Fig. 1.
The publisher apologise for this error. The correct figure
is given hereafter.

The original article [1] has been corrected.
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Fig. 1 The crystal structures of 5YXN and 4PRP. a 5YXN MHC molecule on the right side and TCR chains on the left side. b 4PRP MHC molecule on
the right side, and TCR chains are on the left side. (white arrows indicate the co-crystalized epitopes)
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